Key indicators: single-crystal X-ray study; T = 290 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.129; data-to-parameter ratio = 17.4.
In the title compound, C 18 H 14 ClNO 3 , the dihydroquinolin-2-one ring system is almost planar (r.m.s. deviation = 0.033 Å ). The carboxylate plane and the phenyl group are twisted away from the dihydroquinolin-2-one ring system by 50.3 (1) and 64.9 (1) , respectively. In the crystal structure, inversionrelated molecules form R 2 2 (8) dimers via pairs of N-HÁ Á ÁO hydrogen bonds. 
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Experimental (2-Amino-5-chlorophenyl)(phenyl)methanone (1 mmol) and diethyl malonate (1.2 mmol) along with a catalytic amount of piperidine were heated at 453 K; the reaction was monitored by TLC. After completion, the reaction mixture was poured into the water. The organic product was extracted with ethyl acetate. The crude product was then purified by silica-gel column chromatography, with petroleum ether and ethyl acetate as eluant. Single crystals were obtained by recrystallization from ethyl acetate.
Refinement
C-bound H-atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2U eq (C). The amino H-atom was located in a difference Fourier map, and was freely refined without any restraint. Primary atom site location: structure-invariant direct methods Extinction correction: none Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x, −y+1, −z; (iii) −x, y−1/2, −z+1/2; (iv) x, −y+1/2, z+1/2.
Special details
